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comments : String

experiment : String

name : String

results : String
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0..*
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0..1

+publications
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0..1

0..*

+animalModel0..1
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name : String

id : String

(from domain)

0..*

0..*

+ancestors
0..*

+descendants
0..*

0..*

0..1

+organXenografts

0..*
+evsOrganTerm

0..1

0..*

0..1

+organGeneDeliveries

0..*

+evsOrganTerm
0..1

gov.nih.nci.caMOD.bean.GeneDelivery.evsOrganTerm-gov.nih.nci.common.domain.EVSOntology.organGeneDeliveries

0..*

0..1

+organCellLines

0..*
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0..1

Histopathol ogy

comments : String

grossDescription : String

relationalOperation : String

tumorIncidenceRate : Float

survivalInfo : String

ageOfOnset : String
microscopicDescription : String

(from bean)
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0..*
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0..1
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0..*

0..*
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0..*
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0..1

0..1

0..*
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0..1
+metastases
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0..*

0..*
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0..*
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0..*

0..1
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0..*
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0..1
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ValueDomain

characterSetName : java.lang.String

datatypeName : java.lang.String

decimalPlace : java.lang.Integer

formatName : java.lang.String

highValueNumber : java.lang.String

lowValueNumber : java.lang.String

maximumLengthNumber : java.lang.Integer

minimumLengthNumber : java.lang.Integer

UOMName : java.lang.String

ClassSchemeClassSchemeItem

displayOrder : Integer

dateModified : Date

label : String

dateCreated : Date

0...

0...

+parentClassSchemeClassSchemeItem
0...

+childClassSchemeClassSchemeItem
0...

DataElementConceptRelationships

dateModified : Date

description : String

name : String

dateCreated : Date

Qualifier

comments : String

dateModified : Date

description : String

dateCreated : Date

name : String

Property

definitionSource : java.lang.String

Classif icationScheme

type : java.lang.String

labelTypeFlag : java.lang.String0...

0...

+classificationScheme

0...

+classschemeclassschemeItems

0...

DataElement

ProtocolFormsTemplate
Module

displayOrder : Integer
0...

0...

+modules

0...

+protocolFormsTemplate

0...

Question

displayOrder : Integer

0...

0...

+questions 0...

+dataElement

0...

0...

0...

+questions
0...

+module

0...

ProtocolFormsSet

reviewedDate : Date

approvedDate : Date

changeType : String

leadOrganizationName : String

phase : String

type : String

reviewedBy : String

protocolId : String

approvedBy : String

changeNumber : String

title : java.lang.String

leadOrganizationID : java.lang.String

CaseReportForm

displayName : String

0...

0...

+caseReportForm

0...

+modules

0...0...

0...

+caseReportForms
0...

+protocolFormsSet

0...

Representation

definitionSource : java.lang.String

ValidValue

displayOrder : Integer

0...

0...

+validValues

0...

+question

0...

ClassificationSchemeItem

comments : String

type : String

dateModified : Date

description : String

dateCreated : Date

name : String

0...

0...

+classificationSchemes
0...

+classificationSchemeItems

0...

0...

0...

+caseReportForms

0...

+classificationSchemeItems
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